The discipline of neuroanatomy has been at the foundation of neuroscience since ancient times, the credibility of results, and the power of these techniques will in part be determined by our ability to find standardized, reproducible, and accurate methods of analyzing data from these sources.
The problem can be divided into three parts.
First, a means must be developed to define the three-dimensional distribution of functional cere bral processes (termed physiological, biochemical, or functional anatomy). The solution to this problem will provide a standardized method and no menclature for the analysis of a functional image set from a given study. Second, this method can be employed across studies of many subjects and pro cesses to determine the three-dimensional organi zation of the brain from biochemical, physiological, pharmacological, and structural perspectives.
These results will provide a framework for a com prehensive model of cerebral structure-function re lationships and will provide a systematic means of developing and testing hypotheses about brain or ganization. Third, using this multidimensional model of cerebral organization, proposed hy potheses can be tested by determining changes in duced in the system by stimuli (e.g., behavioral or pharmacologic) or disease. Results from such studies will determine the validity of the hypotheses and measure the brain's capacity to react to normal situations as well as to adapt and recover from in jury.
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The initial step, therefore, is to define the three dimensional spatial distribution of functional cere bral processes. How can this be accomplished? A basic premise that must be discarded is that struc tural and functional anatomy are equivalent. Al though one can and should seek to find concor dance between structural and functional anatomy, analysis schemes that rely on assumed equivalence will be biased. Such an approach may overlook im portant differences between the two perspectives of cerebral organization. Attempts at data analysis that totally disregard brain structure would obviate this bias but would be difficult to implement and would lack a standardized language of communi cation for reporting results. An approach that com bines these two perspectives, and perhaps others, Mazziotta et a!., , 1983 . These additional sources of information can be used to aid in repo sitioning patients for serial studies as well as for identifying structural landmarks for use in compar ison with functional images. Not all of the above listed methodologies will be available to all labo ratories capable of producing physiological images.
Access to some of these structural imaging tech niques may be limited or too logistically complex to use on a routine basis. In addition, reliable po sitioning and reference systems between the var ious imaging modalities must be employed.
What then should be the means for seeking a con sensus on reasonable solutions to these difficult problems? First, we must recognize and be willing to discuss the difficulties inherent in trying to ana lyze physiological images. Second, we should seek 
